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. Hemorrhage counts and their distribution in col22a1 mutant and control embryos. The summary of this table is shown in Figure 4C . Table S2 . Genomic location of mutant variants in COL22A1 and their allelic frequencies identified in the Exome Aggregation Consortium (ExAC) Non-Finnish Exomes (NFE) database. Genomic location is based on GRCh37 / hg19 genome assembly. The conserved SNPs as compared among zebrafish, mouse and human were tested on PolyPhen-2 (Prediction of Functional Effects of Human nSNPs) (Adzhubei et al., 2010) and SIFT (Sorting Intolerant From Tolerant) (Ng and Henikoff, 2003) to predict tolerated and damaging substitutions. (A,B) Analysis of mural cell coverage in acta2:GFP wt and col22a1-/-embryos at 3 dpf (after heat stress starting at 1 dpf). There was no significant difference in GFP expression between the majority of col22a1 and wild-type embryos. Confocal imaging of the cranial region; dorsal view; maximum intensity projection of selected slices is shown. (C,D) Analysis of pericyte coverage in TgBAC (pdgfrb:GFP) col22a1-/-and sibling col22a1+/-embryos at 3 dpf (after heat stress starting at 1 dpf). No significant difference in pericyte number is apparent. Maximum intensity projection of selected stacks after confocal imaging is shown. (E-J) Expression analysis of pericyte marker pdgfrb in wild-type (E,G,I) and col22a1 mutants (F,H,J) by whole-mount in situ hybridization at 3 dpf. Ventral (E,F) and lateral (G,H) hCOL22  mCOL22  zCOL22   67  141  76  150  67 141 hCOL22  mCOL22  zCOL22   142  216  151  225  142 216 
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(C-D3) Laminin expression (red) is reduced in E736D Col22A1 transfected cells. Immunofluorescence was analyzed by fluorescent compound microscopy. (E) Quantification of immunofluorescence intensity using Fiji software. The intensity of E736D COL22A1 staining is significantly higher in the cytoplasm than that of WT COL22A1. Error bars represent standard deviation, * p < 0.05, n: Number of cells used to calculate the intensity.
